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Figure lA 

1 TAGTTCTAGATCGCGAGCGGCGCCGGCGGGCCCGAGGAGGGAGGAAGGAAGGAAGGAAGG 60 

61 CTGGAAGGAAGGAAGCCAGGAAAGAAAGAAGGAAAGAAAGGAAGGCAAGAAGGAAGGCGG 120 

121 GCGGCGGGCGAGGGCGCGGGGCCGGACGGCAGGCGGGCGCGAGGCGAGGAGGCAGAGCGG 18 0 

181 CCCCCCCAGCCCCACCGCCGCCGCTGCGGAAGCCCCCTCCCCACCCAGGAGCCGGGGAGG 24 0 

241 GGGGAGAGCGCGAGAGGCTCCAGGCCCGGCCGCAGCCCCGCCCCCCGCGCCTCCCCGCAG 300 

301 CGGGCCTTGCACCCCAAATTCCTGAGCCTCATTGGGGGGGTCCTCCCCCCACGGGCCGGG 360 

361 CATGCTGCCCCCCGGAAGGAACCCCTCTCCTCGCTCACGATCTCGACAGGAAGCCCTGGA 420 

421 GAACTGGGGAGGCAGAGACCCCGGCTGGCCGGAGGCATGTGGAGGGGGGGGCCTGGGCGC 48 0 

4 81 AGGGAGAGGCCCAGCGGAAGCCAAGCCACCAGGCCCCCCAGCGTCCACGCGGAGCATGAA 54 0 

541 CATTGAGGATGGCGCGTGCCCGCGGCTCCCCGTGCCCCCCGCTGCCGCCCGGTAGGATGT 600 

1 MARARGSPCP PLPPGRMS 18 



601 CCTGGCCCCACGGGGCATTGCTCTTCCTCTGGCTCTTCTCCCCACCCCTGGGGGCCGGTG 6 60 

19 WPHGALLFLWLFS PPjflGA G G 38 

661 GAGGTGGAGTGGCCGTGACGTCTGCCGCCGGAGGGGGCTCCCCGCCGGCCACCTCCTGCC 720 

39 GGVAVTSAAGGGSPPATSCP 58 

721 CCGTGGCCTGCTCCTGCAGCAACCAGGCCAGCCGGGTGATCTGCACACGGAGAGACCTGG 780 

59 VACSCSNQASRVICTRRDLA 78 

781 CCGAGGTCCCAGCCAGCATCCCGGTCAACACGCGGTACCTGAACCTGCAAGAGAACGGCA 8 4 0 

79 EVPASIPVNTRYSnIqENGI 98 



841 TCCAGGTGATCCGGACGGACACGTTCAAGCACCTGCGGCACCTGGAGATTCTGCAGCTGA 900 

99 QVIRTDTFKHLRHLEIUq'Js 118 

901 GCAAGAACCTGGTGCGCAAGATCGAGGTGGGCGCCTTCAACGGGCTGCCCAGCCTCAACA 960 

119 KNLVRKIEVGAFNGgPSBNT 138 

961 CGCTGGAGCTTTTTGACAACCGGCTGACCACGGTGCCCACGCAGGCCTTCGAGTACCTGT 1020 

139 iJeJ^'FDNRLTTVFTQAFEYLS 158 
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Figure IB 



1021 CCAAGCTGCGGGAGCTCTGGCTGCGGAACAACCCCATCGAGAGCATCCCCTCCTACGCCT 1080 
159 K|reLWSrnNPIESIPSYAF 178 



1081 TCAACCGCGTGCCCTCGCTGCGGCGCCTGGACCTGGGCGAGCTCAAGCGGCTGGAATACA 1140 

179 NRVPS|RRpD|GELKRLEYI 198 

1141 TCTCGGAGGCGGCCTTCGAGGGGCTGGTCAACCTGCGCTACCTCAACCTGGGCATGTGCA 1200 

199 S E A A F E G i V N B R Y I N jd G M C N 218 

1201 ACCTCAAGGACATCCCCAACCTGACGGCCCTGGTGCGCCTGGAGGAGCTGGAGCTGTCGG 12 60 

219 LKDIPNLTALVR^EELeEsG 238 

1261 GCAACCGGCTGGACCTGATCCGCCCGGGCTCCTTCCAGGGTCTCACCAGCCTGCGCAAGC 1320 

239 NRLDLIRPGSFQGlTSLRKiOl 258 

1321 TGTGGCTCATGCACGCCCAGGTAGCCACCATCGAGCGCAACGCCTTCGACGACCTCAAGT 1380 

259 WLMHAQVATIERNAFDDLKS 278 

1381 CGCTGGAGGAGCTCAACCTGTCCCACAACAACCTGATGTCGCTGCCCCACGACCTCTTCA 14 4 0 

279 LEELNLSHNNJmSLPHDLFT 298 



14 41 CGCCCCTGCACCGCCTCGAGCGCGTGCACCTCAACCACAACCCCTGGCATTGCAACTGCG 15 00 

299 PLHRLERVhCnHNPWHCNCD 318 

1501 ACGTGCTCTGGCTGAGCTGGTGGCTCAAGGAGACGGTGCCCAGCAACACGACGTGCTGCG 1560 

319 VLWLSWWLKETVPSNTTCCA 338 



1561 CCCGCTGTCATGCGCCCGCCGGCCTCAAGGGGCGCTACATTGGGGAGCTGGACCAGTCGC 1 62 0 
339 RCHAPAG|kGRYIGELDQSH 358 



1621 ATTTCACCTGCTATGCGCCCGTCATCGTGGAGCCGCCCACGGACCTCAACGTCACCGAGG 1680 
359 FTCYAPVIVEPPTDLNVTEG 378 



1681 GCATGGCTGCCGAGCTCAAATGCCGCACGGGCACCTCCATGACCTCCGTCAACTGGCTGA 174 0 
379 MAAELKCRTGTSMTSVNWLT 398 



17 41 CGCCCAACGGCACCCTCATGACCCACGGCTCCTACCGCGTGCGCATCTCCGTCCTGCATG 18 00 
399 PNGTLMTHGSYRVRISVLHD 418 



1801 ACGGCACGCTTAACTTCACCAACGTCACCGTGCAGGACACGGGCCAGTACACGTGCATGG 18 50 
419 GTLNFTNVTVQDTGQYTCMV 438 



18 61 TGACGAACTCAGCCGGCAACACCACCGCCTCGGCCACGCTCAACGTCTCGGCCGTGGACC 1920 
439 TNSAGNTTASATLNVSAVDP 458 
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Figure IC 



1921 CCGTGGCGGCCGGGGGCACCGGCAGCGGCGGGGGCGGCCCTGGGGGCAGTGGTGGTGTTG 1980 
459 VAAGGTGSGGGGPGGSGGVG 478 



1981 GAGGGGGCAGTGGCGGCTACACCTACTTCACCACGGTGACCGTGGAGACCCTGGAGACGC 2040 

479 GGSGGYTYFTTVTVETLETQ 498 

2041 AGCCCGGAGAGGAGGCCCTGCAGCCGCGGGGGACGGAGAAGGAACCGCCAGGGCCCACGA 2100 

499 PGEEALQPRGTEKEPPGPTT 518 



2101 CAGACGGTGTCTGGGGTGGGGGCCGGCCTGGGGACGCGGCCGGCCCTGCCTCGTCTTCTA 2160 
519 DGVWGGGRPGDAAGPASSST 538 



2161 CCACGGCACCCGCCCCGCGCTCCTCGCGGCCCACGGAGAAGGCGTTCACGGTGCCCATCA 2220 
539 TAPAPRSSRPTEKAFTVPIT 558 



2221 CGGATGTGACGGAGAACGCCCTCAAGGACCTGGACGACGTCATGAAGACCACCAAAATCA 228 0 
559 DVTENALKDLDDVMKTTKII 578 



2281 TCATCGGCTGCTTCGTGGCCATCACGTTCATGGCCGCGGTGATGCTCGTGGCCTTCTACA 234 0 
579 IGCFVAITFMAAVMLVAFYK 598 



2 341 AGCTGCGCAAGCAGCACCAGCTCCACAAGCACCACGGGCCCACGCGCACCGTGGAGATCA 24 00 

599 LRKQHQLHKHHGPTRTVEII 618 

24 01 TCAACGTGGAGGACGAGCTGCCCGCCGCCTCGGCCGTGTCCGTGGCCGCC 24 50 

619 NVEDELPAASAVSVAA 634 
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Figure 2 A 



HLRRNS-l 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



MARARGSPCPPLP 

MLNKMTLHP 

MSGIGWQTLSLSLALVLSILNKVAPHACPAQCSCSGSTVDCHGLALRIVP 
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KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



PGEMSWPHGALLFLWLFSPPLGAGGGGVAVTSAAGGGS-PPATSCPVACS 

QQIMIGPR FNRALFDPLLVVLLALQLLVVAG— L-VRAQTCPSVCS 

MARPMLLLXLSLGLLASLL PALAACPQNCH 

RNIPRNTERLDLNGNNITRITKTDFAGLRHLRILQLMEKKISTIERGAFH 



HLRRNS-l 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



CSNQASRVICTRRDLAEVPAS IPVNTRYLNLQENGIQVIRTDTFKHL 

CSNQFSKVICVRKNLREVPDG ISTNTRLLNLHENQIQIIKVNSFKHL 

CHSDLQHVICDKVGLQKIPK VSEKTKLLNLQRNNFPVLATNSFRAM 

DLKELERLRLNRNNLQLFPELLFLGTAKLYRLDLSEKQIQAIPRKAFRGA 



HLRRNS-l 
KIAA1580 

BOVIN_CHOIIDROADHERIN 
SLIT-2. 



RHLEILQLSKNLVRKIEVGAFNGLPSLNTLELFDNRLTTVPTQAFEYLSK 
RHLEILQLSRNHIRTIEIGAFNGLANLNTLELFDNRLTTIPNGAFVYLSK 
PNLVSLHLQHCQIREVAAGAFRGLKQLIYLYLSHNDIRVLRAGAFDDLTE 
VDIKNLQLDYNQISCIEDGAFRALRDLEVLTLNNNNITRLSVASFNHMPK 



HLRRNS-l 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



LREL WLRN 

LKEL WLRN 

LTYL YLDH 

LRTFRLHSNNLYCDCHLAWLSDWLRQRPRVGLYTQCMGPSHLRGHNVAEV 



HLRRNS-l 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURS0R 
SLIT-2. 



QKREFVCSDEEEGHQSFMAPSCSVLHCPIACTCSNNIVDCRGKGLTEIPT 



HLRRNS-l 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



NPIESIPSYAFNRVPSLRRLDLGELKR 

NPIESIPSYAFNRIPSLRRLDLGELKR 

NKVTELPRGLLSPLVNLFILQLNNNK 

NLPETITEIRLEQNSIRVIPPGAFSPYKKLRRLDLSNNQISELAPDAFQG 



HLRRNS-l 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



LEYI SEAAFEGLVNLRYLNLGMCNLKDI P — NLTALV 

LS YI SEGAFEGLSNLRYLNLAMCNLREI P — NLTPLI 

IRELRSGAFQGAKDLRWLYLSENSLSSLQPGALDDVE 

LRSLNSLVLYGNKITELPKSLFEGLFSLQLLLLNANKINCLRVDAFQGLR 



HLRRKS-1 
KIAA1580 

BOV3 N_CHONDROADHERIN_PRECORSOR 
SLIT-2. 



RLEELELSGNRLDLIRPGSFQGLTSLRKLWLMHAQVATIERNAFDDLKSL 
KLDELDLSGNHLSAIRPGSFQGLMHLQKLWMIQSQIQVIERNAFDNLQSL 
NLAKFYLDRNQLSSYPSAALSKLRWEELKLSHNPLKSIPDNAFQSFGRY 
SLNSLVLYGNKITELPKSLFEGLFSLQLLLLNANKINCLRVDAFQDLHNL 



HLRRNS-l 
KIAA1580 

B0VIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



EELNLSHN-NLMSLPHDLFTPLHRLERVHLNHNPWHCNCDVLWLSWWLKE 
VEINLAHN-NLTLLPHDLFTPLHHLERIHLHHNPWNCNCDILWLSWWIKD 
LETLWLDNTNLEKFSDGAFLGVTTLKHVHLENNRLHQLPSNFPFDSLETL 
NLLSLYDN-KLQTVAKGTFSALRAIQTMHLAQNPFICDCHLKWLADYLHT 



HLRRNS-l 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECORSOR 
SLIT-2. 



TVPSNTTCCARCHAPAGLKGRYIGELDQSHFTCYAPVIVEPPTDLNVTEG 
MAP SNTACCARCNTPPNLKGRY I GELDQN YFTCYAPV I VEPPADLNVTEG 

TLTNNPWKCT-CQLRG-LRRWLEAKTSRPDATCASPAKFRG QHIRD 

NP — lETSGARCTSPRRLANKRIGQIKSKKFRCSGTEDYRSKLSGDCFAD 



HLRRNS-l 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 



MAAELKCRTGTSMTSVNWLTPNGTLMTHGSYRVRISVLHDGTLNFTNVTV 
MAAELKCRASTSLTSVSWITPNGTVMTHGAYKVRIAVLSDGTLNFTNVTV 

TDAFRGCKFPTKRSKKAGRH 

LACPEKCRCEGTTVDCSNQKLNKIPDHIPQYTAELRLN NNEFTVL 
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Figure 2B 



EATGIFKKLPQLRKINLSNNKITDIEEGAFEGASG— 



HLRRNS-1 
KIAA1580 

BOV IN_CHONDROADHERIN_PRECORS OR 
SLIT-2. 



EILLTSNRLENVQHKMFKGLESLKTLMLRSNRISCVG-NDSFTGLGSVRL 



HLRRNS-1 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



HLRRNS-1 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



HLRRNS-1 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



HLRRNS-1 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



DAAGPASSSTTAPAPRSSRPTEKAFTVPITDVTEN-ALKDLDDVMKTTKI 
ETTNVTTSLTPQSTRSTEKTFTIPVTDINS — GIPGIDEVMKTTKI 

LSLYDNQITTVAPGAFGTLHSLSTLNLLANPFNCNCHLAWLGEWLRRKRI 

IIG CFVAITFMAAVMLVAFYKLRKQHQLHKHHGPTRTVEIINVEDEL 

IIG CFVAITLMAAVMLVIFYKMRKQHHRQKHHAPTRTVEIINVDDEI 

VTGNPRCQKPYFLKEIPIQDVAIQDFTCDDGNDDNSCSPLSRC 

PAASAVSVAA 

TGDTPMESHLPMPAIEHEHLNHYNSYKSPFNHTTTVNTIl 

DTWRCSNKGLKVLPKGI PRDVTELYLDGNQFTLVPEFPFFFFFFFLS I F 

LIRMNSKDNVQETQI- 
FLFETGSGGVASALEY 



D0085 MP 



Figure 3 
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HLRRNS_1_FL 
KIAA1580 

BOVI N_CHONDROADHERI N_PRECURS OR 
SLIT-2. 



Figure 5A 



MARARGSPCPPLPPGEMSWPHGALLFLWLFSPPLGAGGGGVAVTSAAGGG 

MLNKMT LHP — QQIMI GPRFNRALFDPLLWL LALQLLWAG 

MARPMLLLX LSLGLLAS-L 

MSGIGWQTLSLS LALVLSIL-N 



HLRRNS_1_FL 
KIAA1580 

BOVIKI_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



S P PAT S C P VAC S C SNQAS RVI CTRRDL AE V PAS I PVNTRYLNLQENGI QV 
LVRAQTCPSVCSCSNQFSKVICVRKNLREVPDGISTNTRLLNLHENQIQI 
LPALAACPQNCHCHSDLQHVICDKVGLQKIPK-VSEKTKLLNLQRNNFPV 
KVAPHACPAQCSCSG — STVDCHGLALRIVPRNIPRNTERLDLNGNNITR 



HLRRNS_1_FL 
KIAA1580 

BOVIK_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



IRTDTFKHLRHLEILQLSKNLVRKIEVGAFNGLPSLNTLELFDNRITTVP 
IKVKSFKHLRHLEILQLSRNHIRTIEIGAFNGLANLNTLELFDNRLTTIP 
LATNSFRAMPNLVSLHLQHCQIREVAAGAFRGLKQLIYLYLSHNDIRVLR 
ITKTDFAGLRHLRILQLMENKISTIERGAFHDLKELERLRLNRNNLQLFP 



HLRRNS_1_FL 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECORSOR 
SLIT-2. 



TQAFEYLSKLRELWLRNNPIESIPSYAFNRVP3LRRLDLGELKRLEYISE 
NGAFVYLSKLKELWLRNNPIESIPSYAFNRIPSLRRLDLGELKRLSYISE 
AGAFDDLTELTYLYLDHNKVTELPRGLLSPLVNLFILQLNNNK-IRELRS 
ELLFLGTAKLYRLDLSENQIQAIPRKAFRGAVDIKNLQLDYNQ-ISCIED 



HLRRNS_1_FL 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



HLRRNS_1_FL 
KIAA1580 

BOV: N_CHONDROADHERIN_PRECDRSOR 
SLIT-2. 



AAFEGLVNLRYLNLGMCNLKDIP — NLTALVRLEELELSGN 

GAFEGLSNLRYLNLAMCNLREIP— NLTPLIKLDELDLSGN 

GAFQGAKDLRWLYLSENSLSSLQPGALDDVENLAKFYLDRN 

GAFRALRDLEVLTLNNNNITRLSVASFNHMPKLRTFRLHSNNLYCDCHLA 

WLSDWLRQRPRVGLYTQCMGPSHLRGHNVAEVQKREFVCSDEEEGHQSFM 



KIAA1580 

BOVI N_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



LDL 

LSA 

LSS 

APSCSVLHCPIACTCSNNIVDCRGKGLTEIPTNLPETITEIRLEQNSIRV 



HLRRNS_1_FL 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2 . 



I RPGS FQGLTS LRKLWLMH AQVAT I ERNAFDDLKS LEELNLSHN-NLMSL 
IRPGSFQGLMHLQKLWMIQSQIQVIERNAFDNLQSLVEINLAHN-NLTLL 
YPSAALSKLRWEELKLSHNPLKSIPDNAFQSFGRYLETLWLDNTNLEKF 
IPPGAFSPYKKLRRLDLSNNQISELAPDAFQGLRSLNSLVLYGN-KITEL 



HLRRNS_1_FL 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



PHDLFTPLHRLERVHLNHNPWHCN — CDVLWLSWWLKETVPSNTTCCARC 
PHDLFTPLHHLERIHLHHNPWNCN — CDILWLSWWIKDMAPSNTACCARC 
SDGAFLGVTTLKHVHLENNRLHQL — PSNFPFDSLETLTLTNNPWKCT-C 
PKSLFEGLFSLQLLLLNANKINCLRVDAFQGLRSLNSLVLYGNKITELPK 



HLRRNS_1_FL 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



HAPAGLKGRYIGELDQSHFTCYAPVIVEPPTDLNVTEGMAAELKCRTGTS 
NTPPNLKGRYIGELDQNYFTCYAPVIVEPPADLNVTEGMAAELKCRASTS 

QLRG-LRRWLEAKTSRPDATCASPAKFRG QHIRDTDAFRGCKFPTK 

SLFEGLFSLQLLLLNANKINCLRVDAFQDLHNLNLLSLYDNKLQTVAKGT 



HLRRNS_1_FL 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



MTSVNWLTPNGTLMTHGSYRVRISVLHDGTLNFTNVTVQDTGQYTCMVTN 
LTSVSWITPNGTVMTHGAYKVRIAVLSDGTLNFTNVTVQDTGMYTCMVSN 

RSKKAGRH 

FSALRAIQTMHLAQNPFICDCHLKWLADYLHTNPIETSGARCTSPRRLAN 



HLRRNS_1_FL 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 
SLIT-2. 



FSYFSTV 

KRIGQIKSKKFRCSGTEDYRSKLSGDCFADLACPEKCR-CEGTTVDCSNQ 
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HLRRNS_1_FL 
KIAA1580 

B0VIK_CHONDR0ADHERIN_PRECDRSOR 
SLIT-2. 
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Figure 5B 

TVETLETQPGEEALQPRGTEKEPPGPTTDGVWGGGRPGDAAGPASSSTTA 
TVETME — P SQD~EARTTDNN- VGPT P VVDW ETTNVTT S 

KLNKIPDHIPQYTAELRLNNNEFTVLEATGIFKKLPQLRKINLSNNKITD 

PAP RS SRPTEKAFTVPITDVTENALKDLDDVMKTTKII 1 GCF- 

LTP QSTRSTEKTFTIPVTDINS-GIPGIDEVMKTTKII IGCF- 

lEEGAFEGASGVNEILLTSNRLENVQHKMFKGLESLKTLMLRSNRISCVG 



HLRRNS_1_FL 
KIAA1580 

BOVIN_CHONDROADHERIN_PRECURSOR 

SLIT-2 . NDSFTGLGSVRLLSLYDNQITTVAPGAFGTLHSLSTLNLLANPFNCKCHL 



HLRRNS_1_FL VAAA 

KIAA1580 

BOVIN_CHONDROADHERIN_PRECDRSOR 

SLIT-2 . AWLGEWLRRKRIVTGNPRCQKPYFLKEIPIQDVAIQDFTCDDGNDDNSCS 



HLRRNS_1_FL 
KIAA1580 

BOVIN_CHONDROADHERIN PRECURSOR 



SLIT-2 . PLSRCPSECTCLDTVVR — CSNKGLKVLPKGIPRDVTELYLDGNQFTLVP 



HLRRNS_1_FL 

KIAA1580 

BOVTN_CHONDROADHERIN_PRECURSOR 

SLIT-2 . EFPFFFFFFFLSIFFLFETGSGGVASALEY 



Figure 4A 

1 CCACGCGTCCGACTAGTTCTAGATCGCGAGCGGCGCCGGCGGGCCCGAGGAGGGAGGAAG 60 

61 GAAGGAAGGAAGGCTGGAAGGAAGGAAGCCAGGAAAGAAAGAAGGAAAGA7y\GGAAGGCA 120 

121 AGAAGGAAGGCGGGCGGCGGGCGAGGGCGCGGGGCCGGACGGCAGGCGGGCGCGAGGCGA 180 

181 GGAGGCAGAGCGGCCCCCCCAGCCCCACCGCCGCCGCTGCGGAAGCCCCCTCCCCACCCA 24 0 

241 GGAGCCGGGGAGGGGGGAGAGCGCGAGAGGCTCCAGGCCCGGCCGCAGCCCCGCCCCCCG 300 

301 CGCCTCCCCGCAGCGGGCCTTGCACCCCAAATTCCTGAGCCTCATTGGGGGGGTCCTCCC 360 

361 CCCACGGGCCGGGCATGCTGCCCCCCGGAAGGAACCCCTCTCCTCGCTCACGATCTCGAC 420 

421 AGGAAGCCCTGGAGAACTGGGGAGGCAGAGACCCCGGCTGGCCGGAGGCATGTGGAGGGG 4 80 

4 81 GGGGCCTGGGCGCAGGGAGAGGCCCAGCGGAAGCCAAGCCACCAGGCCCCCCAGCGTCCA 54 0 

54 1 CGCGGAGCATGAACATTGAGGATGGCGCGTGCCCGCGGCTCCCCGTGCCCCCCGCTGCCG 600 

1 MARARGSPCPPLP 13 

601 CCCGGTAGGATGTCCTGGCCCCACGGGGCATTGCTCTTCCTCTGGCTCTTCTCCCCACCC 660 

14 PGRMSWPHGALLFLWLFSPP 33 

661 CTGGGGGCCGGTGGAGGTGGAGTGGCCGTGACGTCTGCCGCCGGAGGGGGCTCCCCGCCG 720 

34 ii G A GGGGVAVTSAAGGGSPP 53 

721 GCCACCTCCTGCCCCGTGGCCTGCTCCTGCAGCAACCAGGCCAGCCGGGTGATCTGCACA 780 

54ATSCPVACSCSNQASRVICT 73 

781 CGGAGAGACCTGGCCGAGGTCCCAGCCAGCATCCCGGTCAACACGCGGTACCTGAACCTG 8 40 

74RRDiAEVPASIPVNTRYI^Nl 93 

841 caagagaacggcatccaggtgatccggacggacacgttcaagcacctgcggcacctggag 900 

94qengiqvirtdtfkhlrhle 113 

901 attctgcagctgagcaagaacctggtgcgcaagatcgaggtgggcgccttcaacgggctg 960 

114 iIq^sknlvrkievgafngb 133 

.961 CCCAGCCTCAACACGCTGGAGCTTTTTGACAACCGGCTGACCACGGTGCCCACGCAGGCC 1020 

134 PS^NTiEgFDNRLTTVPTQA 153 
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Figure 4B 



1021 TTCGAGTACCTGTCCAAGCTGCGGGAGCTCTGGCTGCGGAACAACCCCATCGAGAGCATC 1080 
154 FEYLSKgRELWpRNNPIESI 173 



1081 CCCTCCTACGCCTTCAACCGCGTGCCCTCGCTGCGGCGCCTGGACCTGGGCGAGCTCAAG 114 0 
174PSYAFNRVPS|RR|dBGELK 193 



1141 CGGCTGGAATACATCTCGGAGGCGGCCTTCGAGGGGCTGGTCAACCTGCGCTACCTCAAC 1200 
194 RLEYISEAAFEGLVN pRYlN 213 



1201 CTGGGCATGTGCAACCTCAAGGACATCCCCAACCTGACGGCCCTGGTGCGCCTGGAGGAG 12 60 
214 gGMCNLKDI PNLTALVR|eE 233 



12 61 CTGGAGCTGTCGGGCAACCGGCTGGACCTGATCCGCCCGGGCTCCTTCCAGGGTCTCACC 1320 
234 LEIjSGNRLDLIRPGSFQGLT 253 



1321 AGCCTGCGCAAGCTGTGGCTCATGCACGCCCAGGTAGCCACCATCGAGCGCAACGCCTTC 1380 
254 SLRK^WLMHAQVAT I ERNAF 273 



1381 GACGACCTCAAGTCGCTGGAGGAGCTCAACCTGTCCCACAACAACCTGATGTCGCTGCCC 1440 
274 DDLKSLEELNLSHNN|mSLP 293 



1441 CACGACCTCTTCACGCCCCTGCACCGCCTCGAGCGCGTGCACCTCAACCACAACCCCTGG 1500 
294 HDLFTPLHRLERVH!QnHNPW 313 



1501 CATTGCAACTGCGACGTGCTCTGGCTGAGCTGGTGGCTCAAGGAGACGGTGCCCAGCAAC 1560 
314 HCNCDVLWLSWWLKETVPSN 333 



1561 ACGACGTGCTGCGCCCGCTGTCATGCGCCCGCCGGCCTCAAGGGGCGCTACATTGGGGAG 1620 
334 TTCCARCHAPAGIkGRYIGE 353 



1621 CTGGACCAGTCGCATTTCACCTGCTATGCGCCCGTCATCGTGGAGCCGCCCACGGACCTC 1680 
354 LDQSHFTCYAPVIVEPPTDL 373 



1681 AACGTCACCGAGGGCATGGCTGCCGAGCTCAAATGCCGCACGGGCACCTCCATGACCTCC 17 4 0 
374 NVTEGMAAELKCRTGTSMTS 393 



1741 GTCAACTGGCTGACGCCCAACGGCACCCTCATGACCCACGGCTCCTACCGCGTGCGCATC 1800 
394 VNWLTPNGTLMTHGSYRVRI 413 



1801 TCCGTCCTGCATGACGGCACGCTTAACTTCACCAACGTCACCGTGCAGGACACGGGCCAG 18 60 
414 SVLHDGTLNFTNVTVQDTGQ 433 



1861 TACACGTGCATGGTGACGAACTCAGCCGGCAACACCACCGCCTCGGCCACGCTCAACGTC 1 920 
434 YTCMVTNSAGNTTASATLNV 453 
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Figure 4C 



1921 TCGGCCGTGGACCCCGTGGCGGCCGGGGGCACCGGCAGCGGCGGGGGCGGCCCTGGGGGC 198 0 
454 SAVDPVAAGGTGSGGGGPGG 473 



1981 AGTGGTGGTGTTGGAGGGGGCAGTGGCGGCTACACCTACTTCACCACGGTGACCGTGGAG 2040 
474 SGGVGGGSGGYTYFTTVTVE 493 



2041 ACCCTGGAGACGCAGCCCGGAGAGGAGGCCCTGCAGCCGCGGGGGACGGAGAAGGAACCG 2100 
494 TLETQPGEEALQPRGTEKEP 513 



2101 CCAGGGCCCACGACAGACGGTGTCTGGGGTGGGGGCCGGCCTGGGGACGCGGCCGGCCCT 2160 
514 PGPTTDGVWGGGRPGDAAGP 533 



2161 GCCTCGTCTTCTACCACGGCACCCGCCCCGCGCTCCTCGCGGCCCACGGAGAAGGCGTTC 2220 
534 ASSSTTAPAPRSSRPTEKAF 553 



2221 ACGGTGCCCATCACGGATGTGACGGAGAACGCCCTCAAGGACCTGGACGACGTCATGAAG 2280 
554 TVPITDVTENALKDLDDVMK 573 



2281 ACCACCAAAATCATCATCGGCTGCTTCGTGGCCATCACGTTCATGGCCGCGGTGATGCTC 234 0 
574 TTKI I IGCFVAITFMAAVML 593 



2 341 GTGGCCTTCTACAAGCTGCGCAAGCAGCACCAGCTCCACAAGCACCACGGGCCCACGCGC 24 00 
594 VAFYKLRKQHQLHKHHGPTR 613 



24 01 ACCGTGGAGATCATCAACGTGGAGGACGAGCTGCCCGCCGCCTCGGCCGTGTCCGTGGCC 24 60 
614TVEIINVEDELPAASAVSVA 633 



24 61 GCCGCGGCCGCCGTGGCCAGTGGGGGTGGTGTGGGCGGGGACAGCCACCTGGCCCTGCCC 2520 
634 AAAAVASGGGVGGDSHLALP 653 



2 521 GCCCTGGAGCGAGACCACCTCAACCACCACCACTACGTGGCTGCCGCCTTCAAGGCGCAC 25 80 
654 ALERDHLNHHHYVAAAFKAH 673 



2581 TACAGCAGCAACCCCAGCGGCGGGGGCTGCGGGGGCAAAGGCCCGCCTGGCCTCAACTCC 264 0 
674 YSSNPSGGGCGGKGPPGLNS 693 



2641 ATCCACGAACCTCTGCTCTTCAAGAGCGGCTCCAAGGAGAACGTGCAAGAGACGCAGATC 27 00 
694 IHEPLLFKSGSKENVQETQI 713 



2701 TGAGGCGGCGGGGCCGGGCGGGCGAGGGGCGTGGAGCCCCCCACCCAGGTCCCAGC 2756 



D0085 NP 



Figure 6. 



HLRRSIl (SEQ ID NO;2) 



Protein 


Genbank ID 


Identities 


Similarities 


bovine chondroadherin precurser 


gil627724 


32.3% 


37.4% 


rat slit-2 


gi|6579191 


26.7% 


33.8% 


KIAA1580 


gi| 10047235 


73.9% 


65.5% 



HLRRSIl (SEQ ID NO;35) 



Protein 


Genbank ID 


Identities 


Similarities 


bovine chondroadherin precurser 


gi|627724 


32.3% 


37.4% 


rat slit-2 


gi|6579191 


26.7% 


33.8% 


KIAA1580 


gi|10047235 


68.0% 


75.5% 



